University of Colorado Hospital — Clinical Laboratory
CPT Code Changes for 2012

STATUS | CPT CODE | DESCRIPTION

ASPA (aspartoacylase) (eg, Canavan disease) gene analysis,

NEW
81200 common variants (eg, E285A, Y231X)

BCKDHB (branched-chain keto acid dehydrogenase E1, beta
NEW 81205 polypeptide) (eg, Maple syrup urine disease) gene analysis, common
variants (eg, R183P, G278S, E422X)

BCR/ABL1 (t(9;22)) (eg, chronic myelogenous leukemia)

NEW . . . . o o
81206 translocation analysis; major breakpoint, qualitative or quantitative

BCR/ABL1 (t(9;22)) (eg, chronic myelogenous leukemia)

NEW . . . . L s
81207 translocation analysis; minor breakpoint, qualitative or quantitative

BCR/ABL1 (t(9;22)) (eg, chronic myelogenous leukemia)

NEW . . . o o
81208 translocation analysis; other breakpoint, qualitative or quantitative

BLM (Bloom syndrome, RecQ helicase-like) (eg, Bloom syndrome)

NEW 81209 gene analysis, 2281del6ins7 variant

BRAF (v-raf murine sarcoma viral oncogene homolog B1) (eg, colon

NEW . .
81210 cancer), gene analysis, V60OE variant

BRCA1, BRCA2 (breast cancer 1 and 2) (eg, hereditary breast and
ovarian cancer) gene analysis; full sequence analysis and common
duplication/deletion variants in BRCA1 (ie, exon 13 del 3.835kb,
exon 13 dup 6kb, exon 14-20 del 26kb, exon 22 del 510bp, exon

NEW 81211

BRCA1, BRCA2 (breast cancer 1 and 2) (eg, hereditary breast and
NEW 81212 ovarian cancer) gene analysis; 185delAG, 5385insC, 6174delT
variants

BRCA1, BRCA2 (breast cancer 1 and 2) (eg, hereditary breast and
NEW 81213 ovarian cancer) gene analysis; uncommon duplication/deletion
variants

BRCA1 (breast cancer 1) (eg, hereditary breast and ovarian cancer)
gene analysis; full sequence analysis and common

duplication/deletion variants (ie, exon 13 del 3.835kb, exon 13 dup
6kb, exon 14-20 del 26kb, exon 22 del 510bp, exon 8-9 del 7.1kb)

NEW 81214

BRCA1 (breast cancer 1) (eg, hereditary breast and ovarian cancer)

NEW 81215 g L .
gene analysis; known familial variant

BRCA2 (breast cancer 2) (eg, hereditary breast and ovarian cancer)

NEW 81216 : .
gene analysis; full sequence analysis

BRCA2 (breast cancer 2) (eg, hereditary breast and ovarian cancer)

NEW 81217 . L .
gene analysis; known familial variant
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STATUS | CPT CODE | DESCRIPTION

CFTR (cystic fibrosis transmembrane conductance regulator) (eg,

NEW 81220 cystic fibrosis) gene analysis; common variants (eg, ACMG/ACOG
guidelines)
NEW 81221 CFTR (cystic fibrosis transmembrane conductance regulator) (eg,

cystic fibrosis) gene analysis; known familial variants

CFTR (cystic fibrosis transmembrane conductance regulator) (eg,

NEW 81222 cystic fibrosis) gene analysis; duplication/deletion variants

CFTR (cystic fibrosis transmembrane conductance regulator) (eg,
NEW 81223 L . .

cystic fibrosis) gene analysis; full gene sequence

CFTR (cystic fibrosis transmembrane conductance regulator) (eg,
NEW 81224 cystic fibrosis) gene analysis; intron 8 poly-T analysis (eg, male

infertility)

CYP2C19 (cytochrome P450, family 2, subfamily C, polypeptide 19)
NEW 81225 (eg, drug metabolism), gene analysis, common variants (eg, *2, *3,

*4, *8, *17)

CYP2D6 (cytochrome P450, family 2, subfamily D, polypeptide 6)
NEW 81226 (eg, drug metabolism), gene analysis, common variants (eg, *2, *3,
*4, *5, *6, *9, *10, *17, *19, *29, *35, *41, *1XN, *2XN, *4XN)

CYP2C9 (cytochrome P450, family 2, subfamily C, polypeptide 9)
NEW 81227 (eg, drug metabolism), gene analysis, common variants (eg, *2, *3,
*5, *6)

Cytogenomic constitutional (genome-wide) microarray analysis;
interrogation of genomic regions for copy number variants (eg,

NEW 81228 Bacterial Artificial Chromosome [BAC] or oligo-based comparative
genomic hybridization [CGH] microarray analysis)
Cytogenomic constitutional (genome-wide) microarray analysis;
interrogation of genomic regions for copy number and single

NEW 81229 ; . .
nucleotide polymorphism (SNP) variants for chromosomal
abnormalities

NEW 81240 F2 (prothrombin, coagulation factor 11) (eg, hereditary
hypercoagulability) gene analysis, 20210G>A variant

NEW 81241 F5 (coqgulapon Fact'or V) (eg, hereditary hypercoagulability) gene
analysis, Leiden variant

NEW 81242 FANCC (Fanconi anemia, complementation group C) (eg, Fanconi

anemia, type C) gene analysis, common variant (eg, IVS4+4A>T)
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FMR1 (Fragile X mental retardation 1) (eg, fragile X mental
NEW 81243 retardation) gene analysis; evaluation to detect abnormal (eg,
expanded) alleles

FMR1 (Fragile X mental retardation 1) (eg, fragile X mental
NEW 81244 retardation) gene analysis; characterization of alleles (eg, expanded
size and methylation status)

FLT3 (fms-related tyrosine kinase 3) (eg, acute myeloid leukemia),
NEW 81245 gene analysis, internal tandem duplication (ITD) variants (ie, exons
14, 15)

G6PC (glucose-6-phosphatase, catalytic subunit) (eg, Glycogen
NEW 81250 storage disease, Type la, von Gierke disease) gene analysis,
common variants (eg, R83C, Q347X)

GBA (glucosidase, beta, acid) (eg, Gaucher disease) gene analysis,

NEW .
81251 common variants (eg, N370S, 84GG, L444P, IVS2+1G=>A)

HEXA (hexosaminidase A [alpha polypeptide]) (eg, Tay-Sachs
NEW 81255 disease) gene analysis, common variants (eg, 1278insTATC,
1421+1G>C, G269S)

HFE (hemochromatosis) (eg, hereditary hemochromatosis) gene

NEW 81256 analysis, common variants (eg, C282Y, H63D)

HBA1/HBAZ2 (alpha globin 1 and alpha globin 2) (eg, alpha
thalassemia, Hb Bart hydrops fetalis syndrome, HbH disease), gene
analysis, for common deletions or variant (eg, Southeast Asian,
Thai, Filipino, Mediterranean, alpha3.7, alpha4.2, alpha20.5, and Co

NEW 81257

IKBKAP (inhibitor of kappa light polypeptide gene enhancer in B-
cells, kinase complex-associated protein) (eg, familial
dysautonomia) gene analysis, common variants (eg, 2507+6T>C,
R696P)

NEW 81260

IGH@ (Immunoglobulin heavy chain locus) (eg, leukemias and
lymphomas, B-cell), gene rearrangement analysis to detect
abnormal clonal population(s); amplified methodology (eg,
polymerase chain reaction)

NEW 81261

IGH@ (Immunoglobulin heavy chain locus) (eg, leukemias and
lymphomas, B-cell), gene rearrangement analysis to detect
abnormal clonal population(s); direct probe methodology (eg,
Southern blot)

NEW 81262

IGH@ (Immunoglobulin heavy chain locus) (eg, leukemia and

NEW . . . . :
81263 lymphoma, B-cell), variable region somatic mutation analysis
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IGK@ (Immunoglobulin kappa light chain locus) (eg, leukemia and
NEW 81264 lymphoma, B-cell), gene rearrangement analysis, evaluation to
detect abnormal clonal population(s)

Comparative analysis using Short Tandem Repeat (STR) markers;
patient and comparative specimen (eg, pre-transplant recipient and

NEW 81265 donor germline testing, post-transplant non-hematopoietic recipient
germline [eg, buccal swab or other germline tissue sample]
Comparative analysis using Short Tandem Repeat (STR) markers;

NEW 81266 each additional specimen (eg, additional cord blood donor, additional

fetal samples from different cultures, or additional zygosity in
multiple birth pregnancies) (List separately in addition t

Chimerism (engraftment) analysis, post transplantation specimen
NEW 81267 (eg, hematopoietic stem cell), includes comparison to previously
performed baseline analyses; without cell selection

Chimerism (engraftment) analysis, post transplantation specimen
(eg, hematopoietic stem cell), includes comparison to previously

NEW 81268 performed baseline analyses; with cell selection (eg, CD3, CD33),
each cell type
JAK2 (Janus kinase 2) (eg, myeloproliferative disorder) gene
NEW 81270 analysis, p.Val617Phe (V617F) variant
NEW 81275 KRAS (v-Ki-ras2 Kirsten rat sarcoma viral oncogene) (eg,

carcinoma) gene analysis, variants in codons 12 and 13

Long QT syndrome gene analyses (eg, KCNQ1, KCNH2, SCN5A,
NEW 81280 KCNE1, KCNE2, KCNJ2, CACNA1C, CAV3, SCN4B, AKAP, SNTA1, and
ANK?2); full sequence analysis

Long QT syndrome gene analyses (eg, KCNQ1, KCNH2, SCN5A,
NEW 81281 KCNE1, KCNE2, KCNJ2, CACNA1C, CAV3, SCN4B, AKAP, SNTA1, and
ANK2); known familial sequence variant

Long QT syndrome gene analyses (eg, KCNQ1, KCNH2, SCN5A,
NEW 81282 KCNE1, KCNE2, KCNJ2, CACNA1C, CAV3, SCN4B, AKAP, SNTA1, and
ANK?2); duplication/deletion variants

MCOLN1 (mucolipin 1) (eg, Mucolipidosis, type 1V) gene analysis,

NEW 81290 common variants (eg, IVS3-2A>G, del6.4kb)
MTHFR (5,10-methylenetetrahydrofolate reductase) (eg, hereditary
NEW 81291 hypercoagulability) gene analysis, common variants (eg, 677T,

1298C)
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DESCRIPTION

NEW 81292

MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (eg,
hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; full sequence analysis

NEW 81293

MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (eg,
hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; known familial variants

NEW 81294

MLH1 (mutL homolog 1, colon cancer, nonpolyposis type 2) (eg,
hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; duplication/deletion variants

NEW 81295

MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (eg,
hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; full sequence analysis

NEW 81296

MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (eg,
hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; known familial variants

NEW 81297

MSH2 (mutS homolog 2, colon cancer, nonpolyposis type 1) (eg,
hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; duplication/deletion variants

NEW 81298

MSH6 (mutS homolog 6 [E. coli]) (eg, hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; full sequence
analysis

NEW 81299

MSH6 (mutS homolog 6 [E. coli]) (eg, hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis; known familial
variants

NEW 81300

MSH6 (mutS homolog 6 [E. coli]) (eg, hereditary non-polyposis
colorectal cancer, Lynch syndrome) gene analysis;
duplication/deletion variants

NEW 81301

Microsatellite instability analysis (eg, hereditary non-polyposis
colorectal cancer, Lynch syndrome) of markers for mismatch repair
deficiency (eg, BAT25, BAT26), includes comparison of neoplastic
and normal tissue, if performed

NEW 81302

MECP2 (methyl CpG binding protein 2) (eg, Rett syndrome) gene
analysis; full sequence analysis

NEW 81303

MECP2 (methyl CpG binding protein 2) (eg, Rett syndrome) gene
analysis; known familial variant

NEW 81304

MECP2 (methyl CpG binding protein 2) (eg, Rett syndrome) gene
analysis; duplication/deletion variants
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NPM1 (nucleophosmin) (eg, acute myeloid leukemia) gene analysis,

NEW 81310 exon 12 variants
PML/RARalpha, (t(15;17)), (promyelocytic leukemia/retinoic acid
receptor alpha) (eg, promyelocytic leukemia) translocation analysis;
NEW 81315 . 4 . N
common breakpoints (eg, intron 3 and intron 6), qualitative or
quantitative
PML/RARalpha, (t(15;17)), (promyelocytic leukemia/retinoic acid
NEW 81316 receptor alpha) (eg, promyelocytic leukemia) translocation analysis;

single breakpoint (eg, intron 3, intron 6 or exon 6), qualitative or
quantitative

PMS2 (postmeiotic segregation increased 2 [S. cerevisiae]) (eg,
NEW 81317 hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; full sequence analysis

PMS2 (postmeiotic segregation increased 2 [S. cerevisiae]) (eg,
NEW 81318 hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; known familial variants

PMS2 (postmeiotic segregation increased 2 [S. cerevisiae]) (eg,
NEW 81319 hereditary non-polyposis colorectal cancer, Lynch syndrome) gene
analysis; duplication/deletion variants

SMPD1(sphingomyelin phosphodiesterase 1, acid lysosomal) (eg,
NEW 81330 Niemann-Pick disease, Type A) gene analysis, common variants (eg,
R496L, L302P, fsP330)

SNRPN/UBE3A (small nuclear ribonucleoprotein polypeptide N and
NEW 81331 ubiquitin protein ligase E3A) (eg, Prader-Willi syndrome and/or
Angelman syndrome), methylation analysis

SERPINAL (serpin peptidase inhibitor, clade A, alpha-1
NEW 81332 antiproteinase, antitrypsin, member 1) (eg, alpha-1-antitrypsin
deficiency), gene analysis, common variants (eg, *S and *Z)

TRB@ (T cell antigen receptor, beta) (eg, leukemia and lymphoma),
gene rearrangement analysis to detect abnormal clonal
population(s); using amplification methodology (eg, polymerase
chain reaction)

NEW 81340

TRB@ (T cell antigen receptor, beta) (eg, leukemia and lymphoma),
NEW 81341 gene rearrangement analysis to detect abnormal clonal
population(s); using direct probe methodology (eg, Southern blot)

TRG@ (T cell antigen receptor, gamma) (eg, leukemia and
NEW 81342 lymphoma), gene rearrangement analysis, evaluation to detect
abnormal clonal population(s)
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University of Colorado Hospital — Clinical Laboratory
CPT Code Changes for 2012

STATUS | CPT CODE | DESCRIPTION
UGT1A1l (UDP glucuronosyltransferase 1 family, polypeptide Al) (eg,
NEW 81350 irinotecan metabolism), gene analysis, common variants (eg, *28,
*36, *37)
VKORCL1 (vitamin K epoxide reductase complex, subunit 1) (eg,
NEW 81355 warfarin metabolism), gene analysis, common variants (eg, -
1639/3673)
HLA Class | and Il typing, low resolution (eg, antigen equivalents);
NEW 81370 HLA-A, -B, -C, -DRB1/3/4/5, and -DQB1
NEW 81371 HLA Class | and Il typing, low resolution (eg, antigen equivalents);
HLA-A, -B, and -DRB1/3/4/5 (eg, verification typing)
HLA Class | typing, low resolution (eg, antigen equivalents);
NEW 81372 complete (ie, HLA-A, -B, and -C)
HLA Class | typing, low resolution (eg, antigen equivalents); one
NEW 81373 locus (eg, HLA-A, -B, or -C), each
NEW 81374 HLA_ Class | _typlng, low resolution (eg, antigen equivalents); one
antigen equivalent (eg, B*27), each
HLA Class Il typing, low resolution (eg, antigen equivalents); HLA-
NEW 81375 DRB1/3/4/5 and -DQB1
NEW 81376 HLA Class Il typing, low resolution (eg, antigen equivalents); one
locus (eg, HLA-DRB1/3/4/5, -DQB1, -DQAL, -DPB1, or -DPA1), each
NEW 81377 HLA Class II. typing, low resolution (eg, antigen equivalents); one
antigen equivalent, each
HLA Class | and Il typing, high resolution (ie, alleles or allele
NEW 81378 groups), HLA-A, -B, -C, and -DRB1
HLA Class | typing, high resolution (ie, alleles or allele groups);
NEW 81379 complete (ie, HLA-A, -B, and -C)
HLA Class | typing, high resolution (ie, alleles or allele groups); one
NEW 81380 locus (eg, HLA-A, -B, or -C), each
HLA Class | typing, high resolution (ie, alleles or allele groups); one
NEW 81381 allele or allele group (eg, B*57:01P), each
HLA Class Il typing, high resolution (ie, alleles or allele groups); one
NEW 81382 locus (eg, HLA-DRB1, -DRB3, -DRB4, -DRB5, -DQB1, -DQA1, -DPB1,
or -DPA1), each
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HLA Class Il typing, high resolution (ie, alleles or allele groups); one

NEW 81383 allele or allele group (eg, HLA-DQB1*06:02P), each

Molecular pathology procedure, Level 1 (eg, identification of single
germline variant [eg, SNP] by techniques such as restriction enzyme
digestion or melt curve analysis)ACADM (acyl-CoA dehydrogenase,
C-4 to C-12 straight chain, MCAD) (eg, medium chain ac

NEW 81400

Molecular pathology procedure, Level 2 (eg, 2-10 SNPs, 1
methylated variant, or 1 somatic variant [typically using

NEW 81401 nonsequencing target variant analysis], or detection of a dynamic
mutation disorder/triplet repeat) ABL (c-abl oncogene 1, receptor
tyrosine

Molecular pathology procedure, Level 3 (eg, >10 SNPs, 2-10
methylated variants, or 2-10 somatic variants [typically using non-
sequencing target variant analysis], immunoglobulin and T-cell
receptor gene rearrangements, duplication/deletion variants 1 exon

NEW 81402

Molecular pathology procedure, Level 4 (eg, analysis of single exon
by DNA sequence analysis, analysis of =10 amplicons using

NEW 81403 multiplex PCR in 2 or more independent reactions, mutation
scanning or duplication/deletion variants of 2-5 exons) ABL1 (c-abl
on

Molecular pathology procedure, Level 5 (eg, analysis of 2-5 exons by
DNA sequence analysis, mutation scanning or duplication/deletion
variants of 6-10 exons, or characterization of a dynamic mutation
disorder/triplet repeat by Southern blot analysis) BTD

NEW 81404

Molecular pathology procedure, Level 6 (eg, analysis of 6-10 exons
by DNA sequence analysis, mutation scanning or

NEW 81405 duplication/deletion variants of 11-25 exons) CYP21A2 (cytochrome
P450, family 21, subfamily A, polypeptide2) (eg, steroid 21-
hydroxylase iso

Molecular pathology procedure, Level 7 (eg, analysis of 11-25 exons
by DNA sequence analysis, mutation scanning or

NEW 81406 duplication/deletion variants of 26-50 exons, cytogenomic array
analysis for neoplasia) CAPN3 (Calpain 3) (eg, limb-girdle muscular
dystroph

Molecular pathology procedure, Level 8 (eg, analysis of 26-50 exons
by DNA sequence analysis, mutation scanning or

NEW 81407 duplication/deletion variants of =50 exons, sequence analysis of
multiple genes on one platform) SCN1A (sodium channel, voltage-
gated, type
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Molecular pathology procedure, Level 9 (eg, analysis of =50 exons
in a single gene by DNA sequence analysis) FBN1 (fibrillin 1) (eg,

NEW . .
81408 Marfan syndrome), full gene sequence NF1 (neurofibromin 1) (eg,
neurofibromatosis, type 1), full gene sequence RYR1 (ryano
NEW 86386 Nuclear Matrix Protein 22 (NMP22), qualitative
Infectious agent antigen detection by enzyme immunoassay
NEW 87389 technique, qualitative or semiquantitative, multiple-step method;

HIV-1 antigen(s), with HIV-1 and HIV-2 antibodies, single result

DELETED 88107

Cytopathology, fluids, washings or brushings, except cervical or
vaginal; smears and simple filter preparation with interpretation

DELETED 88318

Determinative histochemistry to identify chemical components (eg,
copper, zinc)

REVISED 86703

Antibody; HIV-1 and HIV-2, single assay result

REVISED 88312

Special stain including interpretation and report; Group | for
microorganisms (eg, Gricleys acid fast, methenamine silver);

i ehding | : Ccast

REVISED 88313

Special stain including interpretation and report; Group Il, all other
(egq, iron, trichrome), except immunoeytochemistry-and
immunRoperexidase stain for microorganisms, stains for enzyme
constituents, including-nterpretation-or immunocytochemistry and
rep

REVISED 88314

Special stain including interpretation and report; histochemical

stainirg-with on frozen section{s)y—including-interpretation—and

repeort tissue block (List separately in addition to code for primary
procedure)

REVISED 88319

Special Stain including interpretation and report; Group 111,

Peterminative-histochemistry-orcytochemistry-te-identify for

enzyme constituents;—each
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